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<210> 1 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial Sequence is synthesized 

<400> 1 

ctactactac taagcgatgg cccagtcctg aactc 35 



<210> 2 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial Sequence is synthesized 



<210> 3 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial Sequence is synthesized 



<400> 2 

gcctgaagat ccattgctca gagaa 



25 



1 



<400> 3 

ctatacttaa gcttccccgc catggccggc g 



31 



<210> 4 

<211> 75 

<212> DNA 

<213> Homo Sapien 



<220> 

<221> CDS 

<222> (1) . . . (75) 

<223> GLP-1 Receptor 



<400> 4 

age tgc ccc tgg tac ctg ccc tgg 
Ser Cys Pro Trp Tyr Leu Pro Trp 
1 5 



gcc age agt gtg eeg eag gge cae 
Ala Ser Ser Val Pro Gin Gly His 
10 15 



gtg tae egg ttc tgc aea get gaa gge 
Val Tyr Arg Phe Cys Thr Ala Glu Gly 
20 25 



<210> 5 

<211> 25 

<212> PRT 

<213> Homo Sapien 



<400> 5 

Ser Cys Pro Trp Tyr Leu Pro Trp 

1 5 
Val Tyr Arg Phe Cys Thr Ala Glu 
20 



Ala Ser Ser Val Pro Gin Gly His 
10 15 

Gly 
25 



<210> 6 

<211> 75 

<212> DNA 

<213> Homo Sapien 



<220> 

<221> CDS 

<222> (1) . . . (75) 

<223> Human Exendin Receptor 



<400> 6 

age tge ccc tgg tac ctg ccc tgg gcc age agt gtg eeg eag gge cae 
Ser Cys Pro Trp Tyr Leu Pro Trp Ala Ser Ser Val Pro Gin Gly His 
15 10 15 



gtg tae egg 
Val Tyr Arg 



tte tgc aea 
Phe Cys Thr 
20 



get gaa gge 
Ala Glu Gly 
25 



2 



<210> 7 

<211> 25 

<212> PRT 

<213> Homo Sapien 



<400> 7 

Ser Cys Pro Trp Tyr Leu Pro Trp 

1 5 
Val Tyr Arg Phe Cys Thr Ala Glu 
20 



Ala Ser Ser Val Pro Gin Gly His 
10 15 

Gly 
25 



<210> 8 , 

<211> 75 

<212> DNA 

<213> Homo Sapien 



<220> 

<221> CDS 

<222> (1) . . . (75) 

<223> Human Exendin Receptor 



<400> 8 

age tgc ccc tgg tac ctg ccc egg 
Ser Cys Pro Trp Tyr Leu Pro Arg 
1 5 



gcc age agt gtg ecg eag gge cac 
Ala Ser Ser Val Pro Gin Gly His 
10 15 



geg tae egg tte tgc aca get gaa gge 
Ala Tyr Arg Phe Cys Thr Ala Glu Gly 
20 25 



<210> 9 

<211> 25 

<212> PRT 

<213> Homo Sapien 



<400> 9 

Ser Cys Pro Trp Tyr Leu Pro Arg Ala Ser Ser Val Pro Gin Gly His 

15 10 15 

Ala Tyr Arg Phe Cys Thr Ala Glu Gly 
20 25 



<210> 10 

<211> 75 

<212> DNA 

<213> Homo Sapien 



3 



<220> 

<221> CDS 

<222> (1) . . . (75) 

<223> GLP-1 Receptor 



<400> 10 

etc tgg ctg cag aag gac aac tec age etg cce tgg agg gae ttg teg 4 8 

Leu Trp Leu Gin Lys Asp Asn Ser Ser Leu Pro Trp Arg Asp Leu Ser 
15 10 15 

gag tgc gag gag tee aag ega ggg gag 75 
Glu Cys Glu Glu Ser Lys Arg Gly Glu 
20 25 



<210> 11 

<211> 25 

<212> PRT 

<213> Homo Sapien 

<400> 11 

Leu Trp Leu Gin Lys Asp Asn Ser Ser Leu Pro Trp Arg Asp Leu Ser 

15 10 15 

Ser Cys Glu Glu Ser Lys Arg Gly Glu 
20 25 

<210> 12 

<211> 75 

<212> DNA 

<213> Homo Sapien 

<220> 

<221> CDS 

<222> (1) . . . (75) 

<223> Human Exendin Receptor 

<400> 12 

etc tgg ctg cag aag gac aac tec age etg cce tgg agg gae ttg teg 48 
Leu Trp Leu Gin Lys Asp Asn Ser Ser Leu Pro Trp Arg Asp Leu Ser 
15 10 15 

gag tgc gag gag tec aag ega ggg gag 75 
Glu Cys Glu Glu Ser Lys Arg Gly Glu 
20 25 



<210> 13 

<211> 25 

<212> PRT 

<213> Homo Sapien 



4 



<400> 13 

Leu Trp Leu Gin Lys Asp Asn Ser Ser Leu Pro Trp Arg Asp Leu Ser 

15 10 15 

Glu Cys Glu Glu Ser Lys Arg Gly Glu 
20 25 

<210> 14 

<211> 706 

<212> DNA 

<213> Homo Sapien 

<400> 14 

atggccggcg cccccggccc gctgcgcctt gcgctgctgc tgctcgggat ggtgggcagg 60 

gccggccccc gcccccaggg tgccactgtg tccctctggg agacggtgca gaaatggcga 120 

gaataccgac gccagtgcca gcgctccttg actgaggatc cacctcccgc cacagacttg 180 

ttctgcaacc ggaccttcga tgaatacgcc tgctggccag atggggagcc aggctcgttc 240 

gtgaatgtca gctgcccctg gtacctgccc cggtccagca gtgtgccgca gggccacgcg 300 

taccggttct gcacagctga aggcctctgg ctgcagaagg acaactccag cctgccctgg 360 

aggaacttgc tggagtgcga ggagtccaag cgaggggaga gaagctcccc ggaggagcag 420 

ctcctgttcc tctacatcat ctacacggtg ggctacgcac tctccttctc tgctctggtt 480 

atcgcctctg cgatcctcct cggcttcaga cacctgcact gcaccaggaa ctacatccac 540 

ctgaacctgt ttgcatcctt catcctgcga gcattgtccg tcttcatcaa ggacgcagcc 600 

ctgaagtgga tgtatagcac agccgcccag cagcaccagt gggatgggct cctctcctac 660 

caggactctc tgagctgccg cctggtgttt ctgctcatgc agtact 706 



<210> 15 

<211> 706 

<212> DNA 

<213> Homo Sapien 

<400> 15 

atggccggcg cccccggccc gctgcgcctt gcgctgctgc tgctcgggat ggtgggcagg 60 

gccggccccc gcccccaggg tgccactgtg tccctctggg agacggtgca gaaatggcga 120 

gaataccgac gccagtgcca gcgctccctg actgaggatc cacctcctgc cacagacttg 180 

ttctgcaacc ggaccttcga tgaatacgcc tgctggccag atggggagcc aggctcgttc 240 

gtgaatgtca gctgcccctg gtacctgccc tgggccagca gtgtgccgca gggccacgtg 300 

taccggttct gcacagctga aggcctctgg ctgcagaagg acaactccag cctgccctgg 360 

agggacttgt cggactgcga ggagtccaag cgaggggaga gaagctcccc ggaggaccag 420 

ctcctgttcc tctacatcat ctacacggtg ggctacgcac tctccttctc tgctctggtt 480 

atcgcctctg cgatcctcct cggcttcaga cacctggact gcaccaggaa ctacatccac 540 

ctgaacctgt ttgcatcctt catcctgcga gcattgtccg tcttcatcaa ggacgcagcc 600 

ctgaaatgga tgtatagcac agccgcccag cagcaccagt gggatgggct cctctcctac 660 

caggactctc tgagctgccg cctggtgttt ctgctcatgc agtact 706 



<210> 16 

<211> 234 

<212> PRT 

<213> Homo Sapien 

<400> 16 

Met Ala Gly Ala Pro Gly Pro Leu Arg Leu Ala Leu Leu Leu Leu Gly 

1 5 10 15 

Met Val Gly Arg Ala Gly Pro Arg Pro Gin Gly Ala Thr Val Ser Leu 
20 25 30 



5 



Trp Glu 


Thr 


Val 


Gin 


Lys 


Trp 


Arg 


Glu 


Tyr 


Arg 


Arg 


Gin 


Cys 


Gin Arg 




35 










40 










45 






Ser Leu 


Thr Glu Asp 


Pro 


Pro 


Pro 


Ala 


Thr 


Asp 


Leu 


Phe 


Cys 


Asn Arg 


50 










55 










60 








Thr Phe 


Asp Glu Tyr 


Ala 


Cys 


Trp 


Pro 


Asp 


Gly 


Glu 


Pro 


Gly 


Ser Phe 


65 








70 










75 








80 


Val Asn 


Val 


Ser Cys 


Pro 


Trp 


Tyr 


Leu 


Pro 


Arg 


Ala 


Ser 


Ser 


Val Pro 








85 










90 










95 


Gin Gly 


His Ala Tyr 


Arg 


Phe 


Cys 


Thr 


Ala 


Glu 


Gly 


Leu 


Trp 


Leu Gin 






100 










105 










110 




Lys Asp 


Asn 


Ser 


Ser 


Leu 


Pro 


Trp 


Arg 


Asn 


Leu 


Ser 


Glu 


Cys 


Glu Glu 




115 










120 










125 






Ser Lys 


Arg Gly Glu 


Arg 


Ser 


Ser 


Pro 


Glu 


Glu 


Gin 


Leu 


Leu 


Phe Leu 


130 










135 










140 








Tyr lie 


He Tyr Thr 


Val 


Gly 


Tyr 


Ala 


Leu 


Ser 


Phe 


Ser 


Ala 


Leu Val 


145 








150 










155 








160 


He Ala 


Ser 


Ala 


He 


Leu 


Leu 


Gly 


Phe 


Arg 


His 


Leu 


His 


Cys 


Thr Arg 








165 










170 










175 


Asn Tyr 


He 


His 


Leu 


Asn 


Leu 


Phe 


Ala 


Ser 


Phe 


He 


Leu 


Arg 


Ala Leu 






180 










185 










190 




Ser Val 


Phe 


He Lys 


Asp 


Ala 


Ala 


Leu 


Lys 


Trp 


Met 


Tyr 


Ser 


Thr Ala 




195 










200 










205 






Ala Gin 


Gin His 


Gin 


Trp 


Asp 


Gly 


Leu 


Leu 


Ser 


Tyr 


Gin 


Asp 


Ser Leu 


210 










215 










220 








Ser Cys 


Arg 


Leu 


Val 


Phe 


Leu 


Leu 


Met 


Gin 












225 








230 




















<210> 17 


























<211> 234 


























<212> PRT 


























<213> Homo Sapien 






















<400> 17 


























Met Ala 


Gly 


Ala 


Pro 


Gly 


Pro 


Leu 


Arg 


Leu 


Ala 


Leu 


Leu 


Leu 


Leu Gly 


1 






5 










10 










15 


Met Val 


Gly 


Arg 


Ala 


Gly 


Pro 


Arg 


Pro 


Gin 


Gly 


Ala 


Thr 


Val 


Ser Leu 






20 










25 










30 




Trp Glu 


Thr 


Val 


Gin 


Lys 


Trp 


Arg 


Glu 


Tyr 


Arg 


Arg 


Gin 


Cys 


Gin Arg 




35 










40 










45 






Ser Leu 


Thr 


Glu 


Asp 


Pro 


Pro 


Pro 


Ala 


Thr 


Asp 


Leu 


Phe 


Cys 


Asn Arg 


50 










55 










60 








Thr Phe 


Asp 


Glu 


Tyr 


Ala 


Cys 


Trp 


Pro 


Asp 


Gly 


Glu 


Pro 


Gly 


Ser Phe 


65 








70 










75 








80 


Val Asn 


Val 


Ser 


Cys 


Pro 


Trp 


Tyr 


Leu 


Pro 


Trp 


Ala 


Ser 


Ser 


Val Pro 








85 










90 










95 


Gin Gly 


His 


Val 


Tyr 


Arg 


Phe 


Cys 


Thr 


Ala 


Glu 


Gly 


Leu 


Trp 


Leu Gin 






100 










105 










110 




Lys Asp 


Asn 


Ser 


Ser 


Leu 


Pro 


Trp 


Arg 


Asp 


Leu 


Ser 


Glu 


Cys 


Glu Glu 




115 










120 










125 






Ser Lys 


Arg 


Gly 


Glu 


Arg 


Ser 


Ser 


Pro 


Glu 


Glu 


Gin 


Leu 


Leu 


Phe Leu 


130 










135 










140 








Tyr He 


He 


Tyr 


Thr 


Val 


Gly 


Tyr 


Ala 


Leu 


Ser 


Phe 


Ser 


Ala 


Leu Val 


145 








150 










155 








160 


He Ala 


Ser 


Ala 


He 


Leu 


Leu 


Gly 


Phe 


Arg 


His 


Leu 


His 


Cys 


Thr Arg 








165 










170 










175 


Asn Tyr 


He 


His 


Leu 


Asn 


Leu 


Phe 


Ala 


Ser 


Phe 


He 


Leu 


Arg 


Ala Leu 



180 185 190 

Ser Val Phe He Lys Asp Ala Ala Leu Lys Trp Met Tyr Ser Thr Ala 

195 200 205 

Ala Gin Gin His Gin Trp Asp Gly Leu Leu Ser Tyr Gin Asp Ser Leu 

210 215 220 

Ser Cys Arg Leu Val Phe Leu Leu Met Gin 
225 230 



7 



